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1 <110> APPLICANT: Lindquist, Susan 

Li, Lining ENTERED 

3 Ma, Jiyan ■ n i I— I 1 L 

4 Liu, Jia-Jia 

5 Sondheimer, Neal 

6 Scheibel, Thomas 

7 <120> TITLE OF INVENTION: RECOMBINANT PRION-LIKE GENES AND PROTEINS AND MATERIALS 

8 AND METHODS COMPRISING SAME 

9 <130> FILE REFERENCE: 27373 

10 <140> CURRENT APPLICATION NUMBER: US/09/591,632 

11 <141> CURRENT PILING DATE: 2000-06-09 

12 <150> EARLIER APPLICATION NUMBER: US 06/138,833 

13 <151> EARLIER FILING DATE: 1999-06-09 

14 <160> NUMBER OF SEQ ID NOS : 65 

15 <170> SOFTWARE: Patentin Ver. 2,0 

16 <210> SEQ ID NO 1 

17 <211> LENGTH: 3321 

18 <212> TYPE: DNA 

19 <213> ORGANISM: Saccharomyces cerevisiae 

20 <220> FEATURE: 

21 <221> NAME/KEY: CDS 

22 <222> LOCATION: ( 739 ) . . ( 27 96 ) 

23 <400> SEQUENCE: 1 

24 agaaattaaa gctacttaca acaacggtct actacaaatt aaggtgccta aaattgtcaa 60 

25 tgacactgaa aagccgaagc caaaaaagag gatcgccatt gaggaaatac ccgacgaaga 120 
2.6 attggagttt gaagaaaatc ccaaccctac ggtagaaaat tgaatatcgt atctgtttat 180 

27 acacacatac atacatttat atttataata agcgttaaaa tttcggcaga atatctgtca 240 

28 accacacaaa aatcatacaa cgaatggtat atgcttcatt tctttgtttc gcattagctg 300 

29 cgctatttga ctcaaattat tattttttac taagacgacg cgtcacagtg ttcgagtctg 360 

30 tgtcatttct tttgtaattc tcttaaacca cttcataaag ttgtgaagtt catagcaaaa 420 

31 ttcttccgca aaaagatgaa tcttagttct cagcccacca aaagaggtac atgctaagat 480 

32 catacagaag ttattgtcac ttcttacctt gctcttaaat gtacattaca accgggtatt 540 

33 atatcttaca tcatcgtata atatgatctt tctttatgga gaaaattttt ttttcactcg 600 

34 accaaagctc ccattgcttc tgaagagtgt agtgtatatt ggtacatctt ctcttgaaag 660 

35 actccattgt actgtaacaa aaagcggttt cttcatcgac ttgctcggaa taacatctat 720 

36 atctgcccac tagcaaca atg teg gat tea aae caa ggc aac aat cag caa 771 

37 Met Ser Asp Ser Asn Gin Gly Asn Asn Gin Gin - - 

38 1 5 10 

39 aac tae eag caa tac age eag aae ggt aae eaa caa caa ggt aac aae 819 

40 Asn Tyr Gin Gin Tyr Ser Gin Asn Gly Asn Gin Gin Gin Gly Asn Asn 

41 15 20 25 

42 aga tae eaa ggt tat caa get tae aat get eaa gee caa ect gca ggt 867 

43 Arg Tyr Gin Gly Tyr Gin Ala Tyr Asn Ala Gin Ala Gin Pro Ala Gly 

44 30 35 40 
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145 Pro Lys Asn Pro lie Lys Ser Val Thr Lys Phe Val Ala Gin lie Ala 

146 575 580 585 

147 att gta gaa tta aaa tct ate ata gca gcc ggt ttt tea tgt gtt atg 2547 

148 He Val Glu Leu Lys Ser He He Ala Ala Gly Phe Ser Cys Val Met 

149 590 595 600 

150 cat gtt cat aea gea att gaa gag gta cat att gtt aag tta ttg eac 2595 

151 His Val His Thr Ala He Glu Glu Val His He Val Lys Leu Leu His 

152 605 610 615 

153 aaa tta gaa aag ggt aee aae egt aag tea aag aaa cea cct get ttt 2643 

154 Lys Leu Glu Lys Gly Thr Asn Arg Lys Ser Lys Lys Pro Pro Ala Phe 

155 620 625 630 635 

156 get aag aag ggt atg aag gte ate get gtt tta gaa act gaa get cea 2691 

157 Ala Lys Lys Gly Met Lys Val He Ala Val Leu Glu Thr Glu Ala Pro 

158 640 645 650 

159 gtt tgt gtg gaa act tac caa gat tae eet caa tta ggt aga tte act 2739 

160 Val Cys Val Glu Thr Tyr Gin Asp Tyr Pro Gin Leu Gly Arg Phe Thr 

161 655 660 665 

162 ttg aga gat caa ggt ace aea ata gea att ggt aaa att gtt aaa att 2787 
16 3 Leu Arg Asp Gin Gly Thr Thr He Ala He Gly Lys He Val Lys He 

164 670 675 680 

165 gee gag taa atttettgea aaeataagta aatgeaaaea eaataataec 2836 

166 Ala Glu 

167 685 

168 gateataaag eattttctte tatattaaaa aaeaaggttt aataaagctg ttatatatat 2896 

169 atatatatat atagaegtat aattagttta gttctttttg taeeatatae eataaaeaag 2956 

170 gtaaacttea ceteteaata tatetagaat ttcataaaaa tatctageaa ggtttcaaet 3016 

171 eettcaatea egtttteatc ataaecctte eeeggegtta ttteagaatg tgcaaaatct 3076 

172 attagtgaca tggaactcaa agaaeeagtt gtttttttgt cctttggtce ttcgctgett 3136 

173 ccctcggcat eateateate ateateatca ttatcatcat egtegteate ategtetata 3196 

174 aaatcatetc geataagttt gteaacatca tttagtaatt eeeategetc cgggtctcct 3256 

175 tegtaaataa aeaaaagaet aettgatate attetaaett ettettetag catagtatta 3316 

176 taaaa 3321 

177 <210> SEQ ID NO 2 

178 <211> LENGTH: 685 

179 <212> TYPE: PRT 

180 <213> ORGANISM: Saeeharomyees eerevisiae 

181 <400> SEQUENCE: 2 

182 Met Ser Asp Ser Asn Gin Gly Asn Asn Gin Gin Asn Tyr Gin Gin Tyr 

183 1 5 10 15 

184 Ser Gin Asn Gly Asn Gin Gin Gin Gly Asn Asn Arg Tyr Gin Gly Tyr 

185 20 25 30 

186 - Gin Ala Tyr Asn Ala Gin Ala Gin Pro Ala Gly Gly Tyr Tyr Gin Asn - 

187 35 40 45 

188 Tyr Gin Gly Tyr Ser Gly Tyr Gin Gin Gly Gly Tyr Gin Gin Tyr Asn 

189 50 55 60 

190 Pro Asp Ala Gly Tyr Gin Gin Gin Tyr Asn Pro Gin Gly Gly Tyr Gin 

191 65 70 75 80 

192 Gin Tyr Asn Pro Gin Gly Gly Tyr Gin Gin Gin Phe Asn Pro Gin Gly 

193 85 90 95 

194 Gly Arg Gly Asn Tyr Lys Asn Phe Asn Tyr Asn Asn Ash Leu Gin Gly 
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